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Short Read Alignment
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Mo>kHo 3apaHee obpaboTathb T.

Hanth Bce no3mumm exoxkaenus P B T.
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K-mep

K-Mep — cA0OBO AAMHBI K
|-mepbl: A C G T

2-mepbl: AA AC AG AT CA CC CG CT
GA GC GG GT TA TC TG TT

CKoAbKo Bcero cywiecteyeT K-mepoB u3
andaeuTa {A, C, G, T}
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Human, k=10
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K-mep

K-Mep — cAoBO AAMHBI K

Aadasut {A,C, G, T} — {0, I, 2, 3}

index(10-mep) =so-4” +s1-4%+ ... + 59-4°
MuHumMmaAbHoe 3HavYeHue index!?

MakcuMaAbHOe 3HaYveHue index?
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Tabanua K-mepos
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CyddurkcHOE AepeBO

GTCCGAAGCTCCGGS

http://stackoverflow.com/questions/945270 | /ukkonens-suffix-tree-algorithm-in-plain-english
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http://stackoverflow.com/questions/9452701/ukkonens-suffix-tree-algorithm-in-plain-english
http://stackoverflow.com/questions/9452701/ukkonens-suffix-tree-algorithm-in-plain-english

CydPUKCHBIN MaCCUB

S 15
AAGCTCCGGS 0
AGCTCCGGS '/
CCGAAGCTCCGGS 3
CCGGS 11
CGAAGCTCCGGS 4
CGGS 12
CTCCGGS 9
GS 14
GAAGCTCCGGS D
GCTCCGGS 8
GGS 13
GTCCGAAGCTCCGGS 1
TCCGAAGCTCCGGS 2
TCCGGS 10

GTCCGAAGCTCCGGS
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LCP

S 15 -
AAGCTCCGGS S 0
AGCTCCGGS '/ 1
CCGAAGCTCCGGS 3 0
CCGGS 11 3
CGAAGCTCCGGS d 1
CGGS 12 2
CTCCGGS 9 1
GS 14 0
GAAGCTCCGGS 9 1
GCTCCGGS 8 1
GGS 13 1
GTCCGAAGCTCCGGS 1 1
TCCGAAGCTCCGGS 2 0
TCCGGS 10 3

GTCCGAAGCTCCGGS
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CydPUKCHBIN MaCCUB

BANANAS 1 2,1 3,4 4
ANANASB 2 1,3 2,2 3
NANASBA 3 3,1 4,4 6
ANASBAN 4 > 1,3 > 2,1 > 2
NASBANA 5 3,1 4,0 5
ASBANAN 6 1,0 1,3 1
SBANANA 7 0,2 0,2 0

0 =S 0 = 02 = SB 0 = 02 = S$SBAN

1 = A 1 = 10 = AS 1 = 13 = ASAB

2 = B 2 = 13 = AN 2 = 21 = ANAS

3 =N 3 =21 = BA 3 = 22 = ANAN

4 = 31 = NA 4 = 34 = BANA

5 = 40 = NASB

6 = 44 = NANA

BANANAS$

7642153

https://code.google.com/p/libdivsufsort/
BOCKpeceHbe, 31 mapta 13 .
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